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Background Results Deletion of IL15RA in MSCs impairs NK cell but not ILC1 development

Bone marrow (BM) mesenchymal stroma cells (MSCs) provide distinct lineage- Our conditional KO experiments indicate a physiological relevance of IL-15+ MSCs for CD8+
instructive differentiation and survival signals for hematopoietic stem and memory T cell maintenance and NK cell development / maintenance. Nevertheless, the LepR NK cells Innate Lymphoid Cells Type 1 (ILC1)
progenitor cells, such as CXCL12 and IL-15 (1). Hematopoietic stem cells (HSCs) for expressing subset, which represents stem cell-like MSCs does not seem to be the causative
example reside and self-renew in CXCL12-rich perivascular MSC niches. While subpopulation. The high co-expression of LepR on IL-15 GFP+ MSCs indicates a potential 10— 0.10- *
macrophages and dendritic cells are major IL-15 expressors, studies have shown role of a rare, more mature LepR- IL-15+ MSC subset. y Fig.2: Percentage of group 1 ILCs and
that they are not sufficient to support maintenance of IL-15 dependent immune cell L e - memory CD8+ T cells following
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